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NOTE: These alignments are split into two different ITS2 sequence groups described as previously unrecognized Molecular Operational Taxonomic Units (MOTUs) by Gomez,G.F. PLoS ONE 10 
(3) PUBMED: 25774795. 
 
 
         1                                                                                                                              
         |    Mosq-F                                                                                                                    130 
       TGTGAACTGCAGGACACAT                                                                                                                | 
Consens1 TGAACTGCAGGACACATGAACATCGATAAGTTGAACGCATATTGCGCGTCGGGCGACACAGCTCGACGCACATATCATTGAGAGTCCATATTTGTTAGTCGGGGACACTTACGAGCGTCCGTGCCACCCG 
KF698907 ---------------------------------------------------------------------------------------------------------------------------------- 
KF698908 ---------------------------------------------------------------------------------------------------------------------------------- 
KF698909 ---------------------------------------------------------------------------------------------------------------------------------- 
KF698910 ---------------------------------------------------------------------------T------------------------------------------------------ 
KM262754 ------------------------------------------------------------------------------------------------------A--------------------------- 
 
         1                                                                                                                              
         |    Mosq-F                                                                                                                    130 
       TGTGAACTGCAGGACACAT                                                                                                                | 
Consens2 TGAACTGCAGGACACATGAACATCGATAAGTTGAACGCATATTGCGCGTCGGGCGACACAGCTCGACGCACATATCATTGAGAGTCCATATTTGGAAGTCCGTGACATTACGATACGTCCGTGCCGCTCC 
KM262755 --------------------------------------------------------------------------------------------•------------------------------------- 
KM262757 ---------------------------------------------------------------------------------------------------------------------------------- 
KM262758 ---------------------------------------------------------------------------------------------------------------------------------- 
KM262759 ---------------------------------------------------------------------------------------------------------------------------------- 
KM262760 ---------------------------------------------------------------------------------------------------------------------------------- 
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         131                                                                                                                            260 
         |                                                                                                                                | 
Consens1 TTGGGCCCCGTGCCCGGGGTGGACCCACGCGGTCACTCGTTTCCTGGGGTAGCGCCTCGCAGAGAGCGGTGCCCTTAAGACAGTGGAGCGCGTTCCCTCGTCCGTTAGCGACCGTCACAAGCGCCCGGCG 
KF698907 ---------------------------------------------------------------------------------------------------------------------------------- 
KF698908 -------------------------------------A-----------------------------------------G-------------------------------------------------- 
KF698909 --------------------T------------------------------------------------------------------------------------------------------------- 
KF698910 ---------------------------------------------------------------------------------------------------------------------------------- 
KM262754 ------------T--------------------------------------------------------------------------------------------------------------------- 
 
 
         131                                                                                                                            260 
         |                                                                                                                                | 
Consens2 CGGTCCCGTACCGGGGGATGGACCCACGCGGTCAATCGTTTCCTGGGGTAGCGGCTCAAGAGCCGGTGCCCTTAAGACAGTGGAGCGCGTTCCCTCGTCCGTAGCGACCGTCACAAGCGCCCGGCGTTGG 
KM262755 ---------------------------------------------------------------------------------------------------------------------------------- 
KM262757 --------------------------------------------A------------------------------------------------------------------------------------- 
KM262758 ---------------------------------------------------------------------------------------------------------------------------------- 
KM262759 ---------------------------------------------------------------------------------------------------------------------------------- 
KM262760 ---------------------TT----------------------------------------------------------------------------------------------------------- 
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         261                                                                                                                            390 
         |                                                                                                                                | 
Consens1 TTGGACCAACACCTCACCTCACCACCATGGAGTGTCGATGCGTGTTCGGACCCCAGTCGTCGGGAGCGACGGTACCAGGTCGGGATCGTTCGTGTCACCCACTGAGTCGGGTGTACCCCCACAGGGCTAC 
KF698907 ---------------------------------------------------------------------------------------------------------------------------------- 
KF698908 ---------------------------------------------------------------------------------------------------------------------------------- 
KF698909 ---------------------------------------------------------------------------------------------------------------------------------- 
KF698910 ---------------------------------------------------------------------------------------------------------------------------A------ 
KM262754 ---------------------------------------------------------------------------------------------------------------------------------- 
 
 
         261                                                                                                                            390 
         |                                                                                                                                | 
Consens2 ACCAACACCTCACCTCCTCACAAGAGCGTTGATGCGTGTGCGGACCCCAACCGTTTGGATGCGACGGTACAAGGGCGGGAGCGAGCGTTAGCTCTACCCGCATGCCAGAGCAATTCTGGCAGGAGGTACA 
KM262755 ---------------------------------------------------------------------------------------------------------------------------------- 
KM262757 ----------------------------------------------------------------------------------------------------------G----------------------- 
KM262758 ---------------------------------------------------------------------------------T------------------------------------------------ 
KM262759 ----------------------------------------------------------------------------------------------------------G----------------------- 
KM262760 ---------------------------------------------------------------------------------T------------------------------------------------ 
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         391                                                                 Mosq-R2            480 
         |                                                            ATGTGTGACTACCCCCTAAA        | 
Consens1 GGCCGGGGGTACAGACATGAGAGAGAGCACTCCTTCAGTGGAGCTATGTGGACCTCAATTGATGTGTGACTACCCCCTAAATTTAAGCAT 
KF698907 ------------------------------------------------------------------------------------------ 
KF698908 ------------------------------------------------------------------------------------------ 
KF698909 ------------------------------------------------------------------------------------------ 
KF698910 ------------T----------------------------------------------------------------------------- 
KM262754 ------------------------------------------------------------------------------------------ 
 
 
 
         391                                                                 Mosq-R2             480 
         |                                                             ATGTGTGACTACCCCCTAAA        | 
Consens2 CCCAGACCCAGGTCCTTGGGTGTACGGAGCACTCCTTCAGTGGAGCAAGTGGACCTCAATTGATGTGTGACTACCCCCTAAATTTAAGCAT 
KM262755 ------------------------------------------------------------------------------------------- 
KM262757 ---------------GG-------------------------------------------------------------------------- 
KM262758 ------------------------------------------------------------------------------------------- 
KM262759 ---------------GG-------------------------------------------------------------------------- 
KM262760 ------------------------------------------------------------------------------------------- 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Alignments prepared using ElimDupes (www.hiv.lanl.gov/content/sequence/elimdupesv2/elimdupes.html), CLUSTAL O (www.ebi.ac.uk/Tools/msa/clustalo/), EMBOSS Seqret 
(www.ebi.ac.uk/Tools/sfc/emboss_seqret/) and SURe v1.0 Sequence Unanimity Reformatting tool (http://midasmap.uaslp.mx/suretool/).  
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